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<owl:Class rdf:1D="G0_0016209">
<go:name>antioxidant activity</go:name>
<rdfs:comment>Inhibition of the reactions brought about by
dioxygen (02) or peroxides. Usually the antioxidant is
effective because it can itself be more easily oxidized than
the substance protected. The term is often applied to
components that can trap free radicals, thereby breaking the
chain reaction that normally leads to extensive biological
damage .-
</rdfs:comment>
<rdfs:subClassOf rdf:resource="#G0_0003674" />
<go:dbxref>
<owl :Restriction>
<go:database_symbol>SP_KW</go:database_symbol>
<go:reference>Antioxidant</go:reference>
</owl:Restriction>
</go:dbxref>
<go:association>
<owl :Restriction>
<go:evidence>
<owl:Restriction>
<go:evidence_code>1SS</go:evidence_code>
<go:dbxref>
<owl:Restriction>
<go:database_symbol>MGI</go:database_symbol>
<go:reference>MGI:2429377</go:reference>
</owl:Restriction>
</go:dbxref>
</owl:Restriction>
</go:evidence>
<go:gene_product>
<owl:Restriction>
<go:name>4930414C22Rik</go:name>
<go:dbxref>



<owl:Restriction>
<go:database_symbol>mgi</go:database_symbol>
<go:reference>MGI:2444701</go:reference>

</owl:Restriction>

</go:dbxref>
</owl:Restriction>
</go:gene_product>
</owl:Restriction>
</go:association>
</owl:Class>
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12 .
SeRQL FROM
IAlgorithm : Integrated path

Require : Input : triple statement (Subject, Property, Object)
\While (Input)
{

/* find pattern
if (property is “ is-a” ) predicate = is-a pattern
else if (property is “ part-of” ) predicate = part-of
pattern
else if (property is “ annotated” ) predicate = annotated
pattern

/* build path expression
if (input is first) path_expression = predicate

else
{ /* find common matching string
matching_string = find (path_expression, predicate)
/* integrate path expression
if (path_expression starts matching_string)
path_expression = path_expression +” ;”
+ predicate’ s unmatching string
if (path_expression ends matching_string)
path_expression = path_expression
+ predicate’ s unmatching string
else path_expression =
path_expression +” ,” +predicate
3
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